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<220> 

<221> CDS 

<222> (32).. (1534) 

<400> 1 

ggcacgagaa tctggatctc ccctccgtat t atg tct gca etc cga agg aaa 52 

Met Ser Ala Leu Arg Arg Lys 
1 5 

ttt ggg gac gat tac cag gta gtg acc act teg tec age gqt teg ggc 100 
Phe Gly Asp Asp Tyr Gin val val Thr Thr ser Ser Ser Gly Ser Gly 
10 15 20 

ttg cag ccc cag ggg cca gga cag ggc cca cag cag cag ctt gta ccc 148 
Leu Gin Pro Gin Gly Pro Gly Gin Gly Pro Gin Gin Gin Leu Val Pro 
25 30 35 

aag aag aaa egg cag egg ttc gtg gac aag aac ggt egg tgc aat gtq 196 
Lys Lys Lys Arg Gin Arg Phe val Asp Lys Asn Gly Arg cys Asn val 
40 45 50 55 

cag cac ggc aac ctg ggc age gag acc agt cgc tac ctt tec gac etc 244 
Gin His Gly Asn Leu Gly Ser Glu Thr ser Arg Tyr Leu Ser Asp Leu 

60 65 70 

ttc act acc ctg gtg gat etc aag tgg cgt tgg aac etc ttt ate ttc 292 
Phe Thr Thr Leu Val Asp Leu Lys Trp Arg Trp Asn Leu Phe lie Phe 
75 80 85 

ate etc acc tac acc gtg gec tgg etc ttc atg gcg tec atg tgg tgg 340 
lie Leu Thr Tyr Thr val Ala Trp Leu Phe Met Ala Ser Met Trp Trp 
90 95 100 

gtg ate get tat acc egg ggc gac ctg aac aaa gee cat gtc ggc aac 388 
Val lie Ala Tyr Thr Arg Gly Asp Leu Asn Lys Ala His Val Gly Asn 



105 110 115 

tac act ccc tgt gtq gcc aat gtc tat aac ttc ccc tct gcc ttc ctt 
Tyr Thr Pro Cys val Ala Asn val Tyr Asn Phe Pro Ser Ala Phe Leu 
120 125 130 135 

ttc ttc ate gag acc gag gcc acc ate gqc tat gqc tac cgc tac ate 
Phe Phe lie Glu Thr Glu Ala Thr lie Gly Tyr Gly Tyr Arg Tyr lie 

140 145 150 

acc gac aag tgc ccc gag gqc ate ate ctt ttc ctt ttc cag tec ate 
Thr Asp Lys Cys Pro Glu Gly lie lie Leu Phe Leu Phe Gin Ser lie 
155 160 165 

ctt gqc tec ate gtq gac get ttc etc ate ggc tgc atg ttc ate aag 
Leu Gly Ser lie Val Asp Ala Phe Leu lie Gly Cys Met Phe lie Lys 
170 175 180 

atg tec cag ccc aaa aag cgc gcc gag acc etc atg ttt age gag cat 
Met ser Gin Pro Lys Lys Arg Ala Glu Thr Leu Met Phe ser Glu His 
185 190 195 

gcg gtt att tec atg agg gac gqa aaa etc act etc atg ttc egg gtq 
Ala val lie Ser Met Arg Asp Gly Lys Leu Thr Leu Met Phe Arg val 
200 205 210 215 

gqc aac ctg cgc aac age cac atg gtc tec gcg cag ate cgc tgc aag 
Gly Asn Leu Arg Asn ser His Met Val Ser Ala Gin lie Arg Cys Lys 

220 225 230 

ctg etc aaa tct egg cag aca cct gag gat gag ttt eta ccc ctt gac 
Leu Leu Lys Ser Arg Gin Thr Pro Glu Gly Glu Phe Leu Pro Leu Asp 
235 240 245 

caa ctt gaa ctg gat gta gqt ttt agt aca gqg gca gat caa ctt ttt 
Gin Leu Glu Leu Asp val Gly Phe Ser Thr Gly Ala Asp Gin Leu Phe 
250 255 260 

ctt gtq tec cct etc acc att tgc cac gtq ate gat gcc aaa age ccc 
Leu val ser Pro Leu Thr lie Cys His val lie Asp Ala Lys Ser Pro 
265 270 275 

ttt tat gac eta tec cag cga age atg caa act gaa cag ttc gag gtq 
Phe Tyr Asp Leu Ser Gin Arg Ser Met Gin Thr Glu Gin Phe Glu val 
280 285 290 295 

gtc gtc ate ctg gaa ggc ate gtq gaa acc aca gqg atg act tgt caa 
val val lie Leu Glu Gly lie Val Glu Thr Thr Gly Met Thr Cys Gin 

300 305 310 

get cga aca tea tac acc gaa gat gaa gtt ctt tgg gqt cat cgt ttt 
Ala Arg Thr ser Tyr Thr Glu Asp Glu val Leu Trp Gly His Arg Phe 
315 320 325 

ttc cct gta att tct tta gaa gaa gqa ttc ttt aaa gtc gat tac tec 
Phe Pro val lie Ser Leu Glu Glu Gly Phe Phe Lys Val Asp Tyr Ser 
330 335 340 

cag ttc cat gca acc ttt gaa gtc ccc acc cct ccg tac agt gtq aaa 
Gin Phe His Ala Thr Phe Glu val Pro Thr Pro Pro Tyr ser val Lys 
345 350 355 

gag cag gaa gaa atg ctt etc atg tct tec cct tta ata gca cca gcc 
Glu Gin Glu Glu Met Leu Leu Met Ser Ser Pro Leu lie Ala Pro Ala 
360 365 370 375 



( 



ata acc aac age aaa gaa aga cac aat tct gtg gag tgc tta gat gga 1204 

lie Thr Asn ser Lys Glu Arg His Asn ser val Glu Cys Leu Asp Gly 

380 385 390 

eta gat gac att age aca aaa ctt cca teg aag ctg cag aaa att acg 1252 

Leu Asp Asp lie Ser Thr Lys Leu Pro ser Lys Leu Gin Lys lie Thr 

395 400 405 

ggg aga gaa gac ttt ccc aaa aaa etc ctg agg atg agt tct aca act 1300 

Gly Arg Glu Asp Phe Pro Lys Lys Leu Leu Arg Met Ser Ser Thr Thr 

410 415 420 

tea gaa aaa gee tat agt ttg ggt gat ttg ccc atg aaa etc caa cga 1348 

Ser Glu Lys Ala Tyr Ser Leu Gly Asp Leu Pro Met Lys Leu Gin Arg 

425 430 435 

ata agt teg gtt cct gqc aac tct gaa gaa aaa ctg gta tct aaa acc 1396 

lie Ser ser val Pro Gly Asn Ser Glu Glu Lys Leu val ser Lys Thr 
440 445 450 455 

acc aag atg tta tea gat ccc atg age cag tct gtg gee gat ttg cca 1444 

Thr Lys Met Leu Ser Asp Pro Met Ser Gin ser val Ala Asp Leu Pro 

460 465 470 

ccg aag ctt caa aag atg get gqa gqa cct acc agg atg gaa gqg aat 1492 

Pro Lys Leu Gin Lys Met Ala Gly Gly Pro Thr Arg Met Glu Gly Asn 

475 480 485 

ctt cca gec aaa eta aga aaa atg aac tct gac cgc ttc aca 1534 

Leu Pro Ala Lys Leu Arg Lys Met Asn Ser Asp Arg Phe Thr 

490 495 500 



tagcaaaaca 


ccccattagg 


cattatttca 


tgttttgatt 


tagttttagt 


ccaatatttg 


1594 


gctgataaga 


taatcctccc 


egggaaatet 


gagaggtcta 


tcccagtctg 


gcaaattcat 


1654 


cagaggactc 


ttcattgaag 


tgttgttact 


gtgttgaaca 


tgagttacaa 


agggaggaca 


1714 


tcataagaaa 


gctaatagtt 


ggcatgtatt 


atcacatcaa 


geatgeaata 


atgtgcaaat 


1774 


tttgeattta 


gttttctggc 


atgatttata 


tatggcatat 


ttatattgaa 


tattctggaa 


1834 


aaatatataa 


atatatattt 


gaagtggaga 


tattctcccc 


ataatttcta 


atatatgtat 


1894 


taagecaaac 


atgagtggat 


agctttcagg 


gcactaaaat 


aatatacatg 


catacataca 


1954 


tacatgeata 


tgcacagaca 


catacacaca 


catactcata 


tatataaaac 


atacccatac 


2014 


aaacatatat 


atctaataaa 


aattgtgatg 


ttttgttcaa 


aaaaaaaaaa 


aaaaaa 


2070 



<210> 2 
<211> 501 
<212> PRT 

<213> Rattus norvegicus 
<400> 2 

Met Ser Ala Leu Arg Arg Lys Phe Gly Asp Asp Tyr Gin val val Thr 
15 10 15 



Thr Ser Ser Ser Gly Ser Gly Leu Gin Pro Gin Gly Pro Gly Gin Gly 
20 25 30 



Pro Gin Gin Gin Leu val Pro Lys Lys Lys Arg Gin Arg Phe Val Asp 
35 40 45 

Lys Asn Gly Arg Cys Asn Val Gin His Gly Asn Leu Gly Ser Glu Thr 
50 55 60 

Ser Arg Tyr Leu Ser Asp Leu Phe Thr Thr Leu Val Asp Leu Lys Trp 
65 70 75 80 

Arg Trp Asn Leu Phe lie Phe lie Leu Thr Tyr Thr Val Ala Trp Leu 

85 90 95 

Phe Met Ala Ser Met Trp Trp val lie Ala Tyr Thr Arg Gly Asp Leu 
100 105 110 

Asn Lys Ala His val Gly Asn Tyr Thr Pro Cys val Ala Asn val Tyr 
115 120 125 

Asn Phe Pro Ser Ala Phe Leu Phe Phe lie Glu Thr Glu Ala Thr lie 
130 135 140 

Gly Tyr Gly Tyr Arg Tyr lie Thr Asp Lys Cys Pro Glu Gly lie lie 
145 150 155 160 

Leu Phe Leu Phe Gin Ser lie Leu Gly Ser lie Val Asp Ala Phe Leu 

165 170 175 

lie Gly Cys Met Phe lie Lys Met Ser Gin Pro Lys Lys Arg Ala Glu 
180 185 190 

Thr Leu Met Phe Ser Glu His Ala val lie Ser Met Arg Asp Gly Lys 
195 200 205 

Leu Thr Leu Met Phe Arg val Gly Asn Leu Arg Asn Ser His Met val 
210 215 220 

Ser Ala Gin lie Arg Cys Lys Leu Leu Lys Ser Arg Gin Thr Pro Glu 
225 230 235 240 

Gly Glu Phe Leu Pro Leu Asp Gin Leu Glu Leu Asp Val Gly Phe Ser 

245 250 255 

Thr Gly Ala Asp Gin Leu Phe Leu val ser Pro Leu Thr He Cys His 
260 265 270 



Val lie Asp Ala Lys Ser Pro Phe Tyr Asp Leu Ser Gin Arg ser Met 
275 280 285 



Gin Thr Glu Gin Phe Glu Val val val lie Leu Glu Gly lie Val Glu 
290 295 300 

Thr Thr Gly Met Thr cys Gin Ala Arg Thr Ser Tyr Thr Glu Asp Glu 
305 310 315 320 

val Leu Trp Gly His Arg Phe Phe Pro val lie Ser Leu Glu Glu Gly 

325 330 335 

Phe Phe Lys val Asp Tyr Ser Gin Phe His Ala Thr Phe Glu val Pro 
340 345 350 

Thr Pro Pro Tyr ser val Lys Glu Gin Glu Glu Met Leu Leu Met Ser 
355 360 365 

Ser Pro Leu lie Ala Pro Ala lie Thr Asn ser Lys Glu Arg His Asn 
370 375 380 

Ser Val Glu Cys Leu Asp Gly Leu Asp Asp lie Ser Thr Lys Leu Pro 
385 390 395 400 

Ser Lys Leu Gin Lys lie Thr Gly Arg Glu Asp Phe Pro Lys Lys Leu 

405 410 415 

Leu Arg Met Ser ser Thr Thr Ser Glu Lys Ala Tyr ser Leu Gly Asp 
420 425 430 

Leu Pro Met Lys Leu Gin Arg lie Ser Ser val Pro Gly Asn Ser Glu 
435 440 445 

Glu Lys Leu val Ser Lys Thr Thr Lys Met Leu Ser Asp Pro Met Ser 
450 455 460 

Gin Ser val Ala Asp Leu Pro Pro Lys Leu Gin Lys Met Ala Gly Gly 
465 470 475 480 

Pro Thr Arg Met Glu Gly Asn Leu Pro Ala Lys Leu Arg Lys Met Asn 

485 490 495 

Ser Asp Arg Phe Thr 
500 

<210> 3 

<211> 1978 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 



J 



<222> (488).. (1729) 
<400> 3 

gtctccctgc aaggtctatc actttgctcc taaacgagga tttattccct ctgccactca 60 

aggctgtccc ccagtttcct cgcaaccggg cttcctcctc agtccctgcc cacacgcgca 120 

ctcctctgcc ccgcggtggc cccagcgccc agccctccag ccagagggag ccaggcacca 180 

gacggcagca cctggctgga gaggttgggc gggccgaggg tggggatccg cgggaaccgg 240 

cgagtcggag ctggagcagg agctggaccc aaccgctagc agcagaatgg agtctcctga 300 

aagcctgccg gggctgatgt gaaattgggc catctgcttc cagttggtct gtttcctcct 360 

tttcttgtat tttcttccct cgccattcac cgtggagtga attattgaat cttgctccgt 420 

tccgagagag gcgatcagga tggagtgaac ctaccctgtc cactacaagg aaaagcacaa 480 

agaagaa atg aca atg gcc aag tta act gaa tec atg act aac gtc ttg 529 
Met Thr Met Ala Lys Leu Thr Glu Ser Met Thr Asn val Leu 
1 5 10 

gaa gqc gat tec atg gac cag gat gtq gaa age cca gtq gcc att cac 577 
Glu Gly Asp Ser Met Asp Gin Asp val Glu Ser Pro Val Ala lie His 
15 20 25 30 

cag cca aag ttg cct aag cag gcc agg gac gac ctg ccg aga cac ate 625 
Gin Pro Lys Leu Pro Lys Gin Ala Arg Asp Asp Leu Pro Arg His lie 

35 40 45 

age cga gac agg ace aaa agg aaa ate cag agg tac gtq agg aag gat 673 
ser Arg Asp Arg Thr Lys Arg Lys He Gin Arg Tyr Val Arg Lys Asp 
50 55 60 

gqg aag tgc aac gtt cac cac gqc aat gtq egg gag ace tac cga tac 721 
Gly Lys Cys Asn Val His His Gly Asn val Arg Glu Thr Tyr Arg Tyr 
65 70 75 

ctg acg gac ate ttc ace ace ctg gtq gac ctg aag tgg aga ttc aac 769 
Leu Thr Asp lie Phe Thr Thr Leu val Asp Leu Lys Trp Arg Phe Asn 
80 85 90 

ctg ttg ate ttt gtc atg gtc tac aca gtq acg tgg ctt ttc ttt gqg 817 
Leu Leu lie Phe Val Met Val Tyr Thr Vat Thr Trp Leu Phe Phe Gly 
95 100 105 110 

atg ate tgg tgg ctg att gcg tac ate egg gqa gat atg gac cac ata 865 
Met lie Trp Trp Leu lie Ala Tyr lie Arg Gly Asp Met Asp His lie 

115 120 125 

gag gac ccc teg tgg act cct tgt gtc acc aac etc aac gqg ttt gtc 913 
Glu Asp Pro Ser Trp Thr Pro Cys val Thr Asn Leu Asn Gly Phe val 
130 135 140 

tct get ttt tta ttc tec ata gag aca gaa acc acc ate gqt tat gqc 961 
Ser Ala Phe Leu Phe Ser lie Glu Thr Glu Thr Thr lie Gly Tyr Gly 
145 150 155 

tac egg gtc ate acg gac aag tgc cct gag gqg att att etc etc tta 1009 
Tyr Arg val lie Thr Asp Lys Cys Pro Glu Gly lie lie Leu Leu Leu 
160 165 170 

ate cag tec gtq ttg gqg tec att gtc aac gcc ttc atg gta gqa tgt 1057 
lie Gin Ser val Leu Gly Ser lie val Asn Ala Phe Met Val Gly cys 



175 180 185 190 

atg ttt gtg aaa ata tec caa ccc aag aag agg gca gag acc ctg gtc 1105 
Met Phe val Lys lie Ser Gin Pro Lys Lys Arg Ala Glu Thr Leu val 

195 200 205 

ttt tec acc cac gcg gtq ate tec atg egg gat ggg aaa ctg tgc ttg 1153 
Phe Ser Thr His Ala val lie Ser Met Arg Asp Gly Lys Leu Cys Leu 
210 215 220 



atg ttc egg gtq ggg gac ttg agg aat tct cac att gtq gag gca tec 
Met Phe Arg Val Gly Asp Leu Arg Asn Ser His lie val Glu Ala Ser 
225 230 235 



1201 



ate aga gee aag ttg ate aag tec aaa cag act tea gag ggg gag ttt 1249 

lie Arg Ala Lys Leu lie Lys Ser Lys Gin Thr Ser Glu Gly Glu Phe 

240 245 250 

att ccc etc aac cag agt gat ate aac gtg ggg tac tac aca ggg gac 1297 

lie Pro Leu Asn Gin Ser Asp lie Asn Val Gly Tyr Tyr Thr Gly Asp 

255 260 265 270 

gac egg etc ttt ctg gtg tea cca ttg att att age cat gaa att aac 1345 

Asp Arg Leu Phe Leu Val Ser Pro Leu lie lie Ser His Glu lie Asn 

275 280 285 

caa cag agt ccc ttc tgg gag ate tec aaa gcg cag ctg cct aaa gag 1393 

Gin Gin Ser Pro Phe Trp Glu lie Ser Lys Ala Gin Leu Pro Lys Glu 

290 295 300 

gaa ctg gag att gtq gtc ate ctg gag gga ate gtg gaa gee aca gga 1441 

Glu Leu Glu lie Val val lie Leu Glu Gly lie val Glu Ala Thr Gly 

305 310 315 

atg acg tgc caa gee cga age tec tac ate acc agt gag ate ttg tgg 1489 

Met Thr Cys Gin Ala Arg Ser Ser Tyr lie Thr Ser Glu lie Leu Trp 

320 325 330 

ggt tac egg ttc aca cct gtc eta acg atg gaa gac ggg ttc tac gaa 1537 

Gly Tyr Arg Phe Thr Pro val Leu Thr Met Glu Asp Gly Phe Tyr Glu 

335 340 345 350 

gtt gac tac aac age ttc cat gag acc tat gag acc age acc ccg tec 1585 

Val Asp Tyr Asn Ser phe His Glu Thr Tyr Glu Thr ser Thr Pro Ser 

355 360 365 

ctt agt gee aaa gag eta gcg gag ctg get aac egg gca gag gtg cct 1633 

Leu ser Ala Lys Glu Leu Ala Glu Leu Ala Asn Arg Ala Glu val Pro 

370 375 380 

ctg agt tgg tct gtg tec age aaa ctg aac caa cat gca gaa ttg gag 1681 

Leu Ser Trp Ser val Ser ser Lys Leu Asn Gin His Ala Glu Leu Glu 

385 390 395 

aca gaa gag gaa gag aag aac ccg gaa gaa ctg acg gag agg aat ggg 1729 

Thr Glu Glu Glu Glu Lys Asn Pro Glu Glu Leu Thr Glu Arg Asn Gly 

400 405 410 



tgatgctggg 


ctcctagtgt 


ggatcaagaa 


gtgttccttc 


taagctcatc 


ctctgacaga 


1789 


cattacagag 


aactgatata 


tttttcctcc 


ttcactgett 


ggaagaattc 


acccagaatt 


1849 


cacccacccc 


atctggacct 


agtacattct 


gtttgggaag 


gtcatcatta attttactta 


1909 


aagteggege 


tggagagatg 


acgccgcggg 


ctaagatggt 


ttattgttct 


tgeagaegge 


1969 



ctgggttca 



1978 



<210> 4 

<211> 414 

<212> PRT 

<213> Mus musculus 

<400> 4 

Met Thr Met Ala Lys Leu Thr Glu Ser Met Thr Asn val Leu Glu Gly 
15 10 15 

Asp Ser Met Asp Gin Asp val Glu Ser Pro val Ala lie His Gin Pro 
20 25 30 

Lys Leu Pro Lys Gin Ala Arg Asp Asp Leu Pro Arg His lie Ser Arg 
35 40 45 

Asp Arg Thr Lys Arg Lys lie Gin Arg Tyr val Arg Lys Asp Gly Lys 
50 55 60 

Cys Asn val His His Gly Asn val Arg Glu Thr Tyr Arg Tyr Leu Thr 
65 70 75 80 

Asp lie Phe Thr Thr Leu val Asp Leu Lys Trp Arg Phe Asn Leu Leu 

85 90 95 

lie Phe val Met val Tyr Thr val Thr Trp Leu Phe Phe Gly Met lie 
100 105 110 

Trp Trp Leu lie Ala Tyr lie Arg Gly Asp Met Asp His lie Glu Asp 
115 120 125 

Pro Ser Trp Thr Pro Cys val Thr Asn Leu Asn Gly Phe val Ser Ala 
130 135 140 

Phe Leu Phe ser lie Glu Thr Glu Thr Thr lie Gly Tyr Gly Tyr Arg 
145 150 155 160 

val lie Thr Asp Lys Cys Pro Glu Gly lie lie Leu Leu Leu lie Gin 

165 170 175 

Ser val Leu Gly Ser lie val Asn Ala Phe Met val Gly Cys Met Phe 
180 185 190 

Val Lys lie Ser Gin Pro Lys Lys Arg Ala Glu Thr Leu val Phe Ser 
195 200 205 

Thr His Ala val lie Ser Met Arg Asp Gly Lys Leu Cys Leu Met Phe 
210 215 220 



Arg val Gly Asp Leu Arg Asn Ser His lie val Glu Ala Ser lie Arg 
225 230 235 240 

Ala Lys Leu lie Lys Ser Lys Gin Thr Ser Glu Gly Glu Phe lie Pro 

245 250 255 

Leu Asn Gin Ser Asp lie Asn val Gly Tyr Tyr Thr Gly Asp Asp Arg 
260 265 270 

Leu Phe Leu val Ser Pro Leu lie lie Ser His Glu lie Asn Gin Gin 
275 280 285 

Ser Pro Phe Trp Glu lie Ser Lys Ala Gin Leu Pro Lys Glu Glu Leu 
290 295 300 

Glu lie Val val lie Leu Glu Gly lie Val Glu Ala Thr Gly Met Thr 
305 310 315 320 

Cys Gin Ala Arg Ser Ser Tyr lie Thr Ser Glu lie Leu Trp Gly Tyr 

325 330 335 

Arg Phe Thr Pro val Leu Thr Met Glu Asp Gly Phe Tyr Glu val Asp 
340 345 350 

Tyr Asn Ser Phe His Glu Thr Tyr Glu Thr Ser Thr Pro Ser Leu ser 
355 360 365 

Ala Lys Glu Leu Ala Glu Leu Ala Asn Arg Ala Glu val Pro Leu Ser 
370 375 380 

Trp Ser val Ser ser Lys Leu Asn Gin His Ala Glu Leu Glu Thr Glu 
385 390 395 400 

Glu Glu Glu Lys Asn Pro Glu Glu Leu Thr Glu Arg Asn Gly 

405 410 

<210> 5 

<211> 2301 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (308).. (1435) 
<400> 5 

ctgagctgcc gttacattca ggagaaacag cagtgtcggc ggctcccaat ctcagaggga 
acctagggta ctgggggaga tggtgtcagg gacatggacg ccaaccccca agggtttctg 



ctgctggcta ctcttctctc caggctctac ttctgttcat acggtccata tctcctaggg 180 

gaccctgaaa gcctaggaac cgactctggc catccatctc tccgggaaga ttataaccca 240 

gagtgcttct caggggggaa gaatttgaag caaaaccaga ccccgcagga tccccgctgc 300 

ggccgcc atg gcg cag gag aac gcc get ttc tct ccc ggg teg gag gag 349 
Met Ala Gin Glu Asn Ala Ala Phe Ser Pro Gly Ser Glu Glu 
1 5 10 



ccg cca cgc cgc cgc ggt cgc cag cgc tac gtg gag aag gac ggt cgc 
Pro Pro Arg Arg Arg Gly Arg Gin Arg Tyr val Glu Lys Asp Gly Arg 
15 20 25 30 



397 



tgt aac gtg cag cag ggc aac gtc cgc gag acc tac cgc tac ctg acc 445 
Cys Asn Val Gin Gin Gly Asn Val Arg Glu Thr Tyr Arg Tyr Leu Thr 

35 40 45 

gac ctg ttc acc acg ctg gtg gac ctg cag tgg cgc etc aga ctg etc 493 
Asp Leu Phe Thr Thr Leu val Asp Leu Gin Trp Arg Leu Arg Leu Leu 
50 55 60 

ttc ttc gtg etc gcc tac gcg etc act tgg etc ttc ttc ggt gtc ate 541 
Phe Phe val Leu Ala Tyr Ala Leu Thr Trp Leu Phe Phe Gly val lie 
65 70 75 

tgg tgg etc ate gcc tac ggt cgc ggc gac ctg gag cac ctg gag gac 589 
Trp Trp Leu lie Ala Tyr Gly Arg Gly Asp Leu Glu His Leu Glu Asp 
80 85 90 

acc gcg tgg acc ccg tgc gtc aac aac etc aac ggc ttc gtg gcc gcc 637 
Thr Ala Trp Thr Pro Cys val Asn Asn Leu Asn Gly Phe val Ala Ala 
95 100 105 110 

ttc etc ttc tec ate gag acg gag acc acc ate ggc tat ggg cac cgc 685 
Phe Leu Phe Ser lie Glu Thr Glu Thr Thr lie Gly Tyr Gly His Arg 

115 120 125 

gtc ate acc gac cag tgt ccc gag ggc ate gtg ctg ctg ctg ctg cag 733 
val lie Thr Asp Gin Cys Pro Glu Gly lie val Leu Leu Leu Leu Gin 
130 135 140 

get ate ctg ggc tec atg gtg aac get ttc atg gtg ggc tgc atg ttc 781 
Ala lie Leu Gly Ser Met val Asn Ala Phe Met val Gly Cys Met Phe 
145 150 155 

gtc aag ate teg cag ccc aac aag cgc gcc gcc act etc gtc ttc tec 829 
val Lys lie ser Gin Pro Asn Lys Arg Ala Ala Thr Leu Val Phe Ser 
160 165 170 

teg cac gcc gtg gtg tct ctg cgc gac ggg cgc etc tgt etc atg ttt 877 
Ser His Ala val val Ser Leu Arg Asp Gly Arg Leu Cys Leu Met Phe 
175 180 185 190 

cgc gtg ggc gac ctg cga tec tea cac ate gtc gag gcc tec ate cga 925 
Arg val Gly Asp Leu Arg Ser ser His lie val Glu Ala Ser lie Arg 

195 200 205 

gcc aag etc ate cgc tec cgt cag acg etc gag ggc gag ttc ate cct 973 
Ala Lys Leu lie Arg Ser Arg Gin Thr Leu Glu Gly Glu Phe lie Pro 
210 215 220 

ttg cac cag acc gac etc age gtg ggc ttt gac acg ggg gac gac cgc 1021 
Leu His Gin Thr Asp Leu Ser val Gly Phe Asp Thr Gly Asp Asp Arg 
225 230 235 



etc ttt etc gtc tea cct etc gtc ate age cac gaa ate gat gee gee 1069 

Leu Phe Leu Val Ser Pro Leu val lie Ser His Glu lie Asp Ala Ala 

240 245 250 

age ccc ttc tgg gag gca teg cgc cgc gee etc gag agg gac gac ttc 1117 

Ser Pro Phe Trp Glu Ala Ser Arg Arg Ala Leu Glu Arg Asp Asp Phe 

255 260 265 270 

gag ate gta gtc att etc gag gqc atg gtq gag gee acg gqa atg acg 1165 

Glu lie Val Val lie Leu Glu Gly Met Val Glu Ala Thr Gly Met Thr 

275 280 285 

tgc caa get cga age teg tac ctg gtq gat gaa gtq ttg tgg gqa cac 1213 

Cys Gin Ala Arg Ser Ser Tyr Leu Val Asp Glu val Leu Trp Gly His 

290 295 300 

egg ttc aca tec gtq etc acc ctg gag gat gqt ttc tat gag gtq gac 1261 

Arg Phe Thr Ser val Leu Thr Leu Glu Asp Gly Phe Tyr Glu val Asp 

305 310 315 

tac gee age ttc cac gaa acc ttt gag gtq ccc aca ccc teg tgc agt 1309 

Tyr Ala Ser Phe His Glu Thr Phe Glu val Pro Thr Pro Ser Cys Ser 

320 325 330 

get egg gaa ctg gca gaa gee gcg gee cgc ctt gat gee cat etc tac 1357 

Ala Arg Glu Leu Ala Glu Ala Ala Ala Arg Leu Asp Ala His Leu Tyr 

335 340 345 350 

tgg tec ate ccc age agg ctg gat gag aag gtq gag gaa gaa gqg get 1405 

Trp Ser lie Pro Ser Arg Leu Asp Glu Lys Val Glu Glu Glu Gly Ala 

355 360 365 

gqg gag gqg gqc agg tgc gqg aga tgg age tgacaaggag cacaatggct 1455 

Gly Glu Gly Gly Arg Cys Gly Arg Trp Ser 

370 375 



gccaccccca 


gagagtgagt 


ccaaggtgtg 


actggtttcc 


tcccaccccc 


tgtggcagac 


1515 


cagggggecg 


gactcaggta 


cacagaagct 


gcgagtggag 


gtggaagaag 


aggaggcagg 


1575 


cagtgtcccg 


aggaacagct 


aaagttggga 


gaggcccgct 


gagtccagga 


tcgagtaggg 


1635 


aaggctgagg 


tcctggtttg 


aagagagagg 


gttgeaggge 


ggggtgagag 


aacatgtcag 


1695 


tctgtctgtg 


tttgaccttc 


acateggtte 


atgggtggat 


ggatggacag 


aaggatgggc 


1755 


tcatgggggt 


tgatcgggaa 


ggtggagcag 


atagagacag 


ccaatggata 


ategctcagg 


1815 


tggtaagtgg 


cttggcagtc 


gatgategtc 


acctgcagca 


cacctttgtg 


agaaatccat 


1875 


gggcatcctt 


ttcttccaga 


tataggtagc 


ctcaaaccag 


ggagcgtggc 


ttagggagca 


1935 


ggctgtcagg 


tggactacca 


cccccactca 


cctcccctca 


actggcctcc 


ctgatgtgtg 


1995 


acacgcctgc 


ctaactagag 


aagagagcac 


tgggtagagg 


tggacacagg 


tgtggctgcc 


2055 


ctccccagta 


tcactgtccc 


atggcgagag 


gtcagaaagg 


caaacaaaca 


atgggggtag 


2115 


atgetgagea 


gggaggggee 


ctgaagcagg 


acctggggac 


agecaaggae 


aactattttg 


2175 


tgagagagga 


atgaaacctt 


gcaggtcctg 


ccacagaagc 


aagaagcaga 


ggaaaggeca 


2235 


tggagagact 


taataaaggg 


ttttacaagg 


gaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2295 



aaaaaa 



<210> 6 

<211> 376 

<212> PRT 

<213> Mus musculus 

<400> 6 

Met Ala Gin Glu Asn Ala Ala Phe Ser Pro Gly Ser Glu Glu Pro Pro 
15 10 15 

Arg Arg Arg Gly Arg Gin Arg Tyr Val Glu Lys Asp Gly Arg Cys Asn 
20 25 30 

val Gin Gin Gly Asn Val Arg Glu Thr Tyr Arg Tyr Leu Thr Asp Leu 
35 40 45 

Phe Thr Thr Leu val Asp Leu Gin Trp Arg Leu Arg Leu Leu Phe Phe 
50 55 60 

Val Leu Ala Tyr Ala Leu Thr Trp Leu Phe Phe Gly val lie Trp Trp 
65 70 75 80 

Leu He Ala Tyr Gly Arg Gly Asp Leu Glu His Leu Glu Asp Thr Ala 

85 90 95 

Trp Thr Pro Cys Val Asn Asn Leu Asn Gly Phe Val Ala Ala Phe Leu 
100 105 110 

Phe Ser lie Glu Thr Glu Thr Thr lie Gly Tyr Gly His Arg val He 
115 120 125 

Thr Asp Gin Cys Pro Glu Gly lie val Leu Leu Leu Leu Gin Ala lie 
130 135 140 

Leu Gly Ser Met Val Asn Ala Phe Met val Gly Cys Met Phe val Lys 
145 150 155 160 

lie Ser Gin Pro Asn Lys Arg Ala Ala Thr Leu val Phe ser Ser His 

165 170 175 

Ala val val Ser Leu Arg Asp Gly Arg Leu Cys Leu Met Phe Arg val 
180 185 190 

Gly Asp Leu Arg ser Ser His lie val Glu Ala Ser lie Arg Ala Lys 
195 200 205 

Leu lie Arg Ser Arg Gin Thr Leu Glu Gly Glu Phe lie Pro Leu His 
210 215 220 



Gin Thr Asp Leu Ser val Gly Phe Asp Thr Gly Asp Asp Arg Leu Phe 
225 230 235 240 



Leu val Ser Pro Leu val lie Ser His Glu lie Asp Ala Ala Ser Pro 

245 250 255 

Phe Trp Glu Ala Ser Arg Arg Ala Leu Glu Arg Asp Asp Phe Glu lie 
260 265 270 

val Val lie Leu Glu Gly Met val Glu Ala Thr Gly Met Thr Cys Gin 
275 280 285 

Ala Arg Ser Ser Tyr Leu val Asp Glu val Leu Trp Gly His Arg Phe 
290 295 300 

Thr Ser Val Leu Thr Leu Glu Asp Gly Phe Tyr Glu val Asp Tyr Ala 
305 310 315 320 

Ser Phe His Glu Thr Phe Glu Val Pro Thr Pro Ser Cys Ser Ala Arg 

325 330 335 

Glu Leu Ala Glu Ala Ala Ala Arg Leu Asp Ala His Leu Tyr Trp ser 
340 345 350 

lie Pro Ser Arg Leu Asp Glu Lys val Glu Glu Glu Gly Ala Gly Glu 
355 360 365 

Gly Gly Arg cys Gly Arg Trp Ser 
370 375 

<210> 7 

<211> 1827 

<212> DNA 

<213> Rattus norvegicus 

<400> 7 



cagcgcttgg 


ctcctgcgcc 


tccgcttcgt 


gtttgaatct 


ggatctcccc 


tccgtattat 


60 


gtctgcactc 


cgaaggaaat 


ttggggacga 


ttaccaggta 


gtgaccactt 


cgtccagcgg 


120 


ttcgggcttg 


cagccccagg 


ggccaggaca 


gggcccacag 


cagcagcttg 


tacccaagaa 


180 


gaaacggcag 


cggttcgtgg 


acaagaacgg 


tcggtgcaat 


gtgcagcacg 


gcaacctggg 


240 


cagcgagacc 


agtcgctacc 


tttccgacct 


cttcactacc 


ctggtggatc 


tcaagtggcg 


300 


ttggaacctc 


tttatcttca 


tcctcaccta 


caccgtggcc 


tggctcttca 


tggcgtccat 


360 


gtggtgggtg 


atcgcttata 


cccggggcga 


cctgaacaaa 


gcccatgtcg 


gcaactacac 


420 


tccctgtgtg 


gccaatgtct 


ataacttccc 


ctctgccttc 


cttttcttca 


tcgagaccga 


480 


ggccaccatc 


ggctatggct 


accgctacat 


caccgacaag 


tgccccgagg 


gcatcatcct 


540 



t 1 



tttccttttc 


cagtccatcc 


ttggctccat 


cgtggacgct 


ttcctcatcg 


gctgcatgtt 


600 


catcaagatg 


tcccagccca 


aaaagcgcgc 


cgagaccctc 


atgtttagcg 


agcatgcggt 


660 


tatttccatg 


agggacggaa 


aactcactct 


catgttccgg 


gtgggcaacc 


tgcgcaacag 


720 


ccacatggtc 


tccgcgcaga 


tccgctgcaa 


gctgctcaaa 


tctcggcaga 


cacctgaggg 


780 


tgagtttcta 


ccccttgacc 


aacttgaact 


ggatgtaggt 


tttagtacag 


gggcagatca 


840 


actttttctt 


gtgtcccctc 


tcaccatttg 


ccacgtgatt 


gatgccaaaa 


gcccctttta 


f\ j A A 

900 


tgacctatcc 


cagcgaagca 


tgcaaactga 


acagttcgag 


gtggtcgtca 


tcctggaagg 


960 


catcgtggaa 


accacaggga 


tgacttgtca 


agctcgaaca 


tcatacaccg 


aagatgaagt 


1020 


tctttggggt 


catcgttttt 


tccctgtaat 


ttctttagaa 


gaaggattct 


ttaaagtcga 


1080 


ttactcccag 


ttccatgcaa 


cctttgaagt 


ccccacccct 


ccgtacagtg 


tgaaagagca 


1140 


ggaagaaatg 


cttctcatgt 


cttccccttt 


aatagcacca 


gccataacca 


acagcaaaga 


1200 


aagacacaat 


tctgtggagt 


gcttagatgg 


actagatgac 


attagcacaa 


aacttccatc 


1260 


gaagctgcag 


aaaattacgg 


ggagagaaga 


ctttcccaaa 


aaactcctga 


ggatgagttc 


f 

1320 


tacaacttca 


gaaaaagcct 


atagtttggg 


tgatttgccc 


atgaaactcc 


aacgaataag 


1380 


ttcggttcct 


ggcaactctg 


aagaaaaact 


ggtatctaaa 


accaccaaga 


tgttatcaga 


1440 


tcccatgagc 


cagtctgtgg 


ccgatttgcc 


accgaagctt 


caaaagatgg 


ctggaggacc 


1500 


taccaggatg 


gaagggaatc 


ttccagccaa 


actaagaaaa 


atgaactctg 


accgcttcac 


1560 


atagcaaaac 


accccattag 


gcattatttc 


atgttttgat 


ttagttttag 


tccaatattt 


1620 


OQCtoataaa 

\A \A V» l_ y \A W(A vlX* 


ataatcctcc 


ccaaaaaatc 


taaaaaatct 


atcccaatct 


aacaaattca 


1680 


tcagaggact 


cttcattgaa 


gtgttgttac 


tgtgttgaac 


atgagttaca 


aagggaggac 


1740 


atcataagaa 


agctaatagt 


tggcatgtat 


tatcacatca 


agcatgcaat 


aatgtgcaaa 


1800 


ttttgcattt 


agttttctgg 


catgatt 








1827 


<210> 8 
<211> 2070 
<212> DNA 

<213> Rattus norvegicus 










<400> 8 
ggcacgagaa 


tctggatctc 


ccctccgtat 


tatgtctgca 


ctccgaagga 


aatttgggga 


60 


cgattaccag 


gtagtgacca 


cttcgtccag 


cggttcgggc 


ttgcagcccc 


aggggccagg 


120 


acagggccca 


cagcagcagc 


ttgtacccaa 


gaagaaacgg 


cagcggttcg 


tggacaagaa 


180 


cggtcggtgc 


aatgtgcagc 


acggcaacct 


gggcagcgag 


accagtcgct 


acctttccga 


240 


cctcttcact 


accctggtgg 


atctcaagtg 


gcgttggaac 


ctctttatct 


tcatcctcac 


300 


ctacaccgtg 


gcctggctct 


tcatggcgtc 


catgtggtgg 


gtgatcgctt 


atacccgggg 


360 


cgacctgaac 


aaagcccatg 


tcggcaacta 


cactccctgt 


gtggccaatg 


tctataactt 


420 



cccctctgcc 


ttccttttct 


tcatcgagac 


cgaggccacc 


atcggctatg 


gctaccgcta 


480 


catcaccgac 


aagtgccccg 


agggcatcat 


ccttttcctt 


ttccagtcca 


tccttggctc 


540 


catcgtggac 


gctttcctca 


tcggctgcat 


gttcatcaag 


atgtcccagc 


ccaaaaagcg 


600 


cgccgagacc 


ctcatgttta 


gcgagcatgc 


ggttatttcc 


atgagggacg 


gaaaactcac 


660 


tctcatgttc 


cgggtgggca 


acctgcgcaa 


cagccacatg 


gtctccgcgc 


agatccgctg 


720 


caagctgctc 


aaatctcggc 


agacacctga 


gggtgagttt 


ctaccccttg 


accaacttga 


780 


actggatgta 


ggttttagta 


caggggcaga 


tcaacttttt 


cttgtgtccc 


ctctcaccat 


840 


ttgccacgtg 


atcgatgcca 


aaagcccctt 


ttatgaccta 


tcccagcgaa 


gcatgcaaac 


900 


tgaacagttc 


gaggtggtcg 


tcatcctgga 


aggcatcgtg 


gaaaccacag 


ggatgacttg 


960 


tcaagctcga 


acatcataca 


ccgaagatga 


agttctttgg 


ggtcatcgtt 


ttttccctgt 


1020 


aatttcttta 


gaagaaggat 


tctttaaagt 


cgattactcc 


cagttccatg 


caacctttga 


1080 


agtccccacc 


cctccgtaca 


gtgtgaaaga 


gcaggaagaa 


atgcttctca 


tgtcttcccc 


1140 


tttaatagca 


ccagccataa 


ccaacagcaa 


agaaagacac 


aattctgtgg 


agtgcttaga 


1200 


tggactagat 


gacattagca 


caaaacttcc 


atcgaagctg 


cagaaaatta 


cggggagaga 


1260 


agactttccc 


aaaaaactcc 


tgaggatgag 


ttctacaact 


tcagaaaaag 


cctatagttt 


1320 


gggtgatttg 


cccatgaaac 


tccaacgaat 


aagttcggtt 


cctggcaact 


ctgaagaaaa 


1380 


actggtatct 


aaaaccacca 


agatgttatc 


agatcccatg 


agccagtctg 


tggccgattt 


1440 


gccaccgaag 


cttcaaaaga 


tggctggagg 


acctaccagg 


atggaaggga 


atcttccagc 


1500 


caaactaaga 


aaaatgaact 


ctgaccgctt 


cacatagcaa 


aacaccccat 


taggcattat 


1560 


ttcatgtttt 


gatttagttt 


tagtccaata 


tttggctgat 


aagataatcc 


tccccgggaa 


1620 


atctgagagg 


tctatcccag 


tctggcaaat 


tcatcagagg 


actcttcatt 


gaagtgttgt 


1680 


tactgtgttg 


aacatgagtt 


acaaagggag 


gacatcataa 


gaaagctaat 


agttggcatg 


1740 


tattatcaca 


tcaagcatgc 


aataatgtgc 


aaattttgca 


tttagttttc 


tggcatgatt 


1800 


tatatatggc 


atatttatat 


tgaatattct 


ggaaaaatat 


ataaatatat 


atttgaagtg 


1860 
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cagggcacta 


aaataatata 


catgcataca 


tacatacatg 


catatgcaca 


gacacataca 


1980 


cacacatact 


catatatata 


aaacataccc 


atacaaacat 


atatatctaa 


taaaaattgt 


2040 


gatgttttgt 


tcaaaaaaaa 


aaaaaaaaaa 








2070 


<210> 9 
<211> 2111 
<212> DNA 

<213> Rattus norvegicus 










<400> 9 
ggcacgaggg 


tttggagcgc 


ttggctcctg 


cgcctccgct 


tcgcgtttga 


atctggatct 


60 



cccctccgta 


ttatgtctgc 


actccgaagg 


aaatttgggg 


acgattacca 


ggtagtgacc 


120 


acttcgtcca 


gcggttcggg 


cttgcagccc 


caggggccag 


gacagggccc 


acagcagcag 


180 


cttgtaccca 


agaagaaacg 


gcagcggttc 


gtggacaaga 


acggtcggtg 


caatgtgcag 


240 


cacggcaacc 


tgggcagcga 


gaccagtcgc 


tacctttccg 


acctcttcac 


taccctggtg 


300 


gatctcaagt 


ggcgttggaa 


cctctttatc 


ttcatcctca 


cctacaccgt 


ggcctggctc 


360 


ttcatggcgt 


ccatgtggtg 


ggtgatcgct 


tatacccggg 


gcgacctgaa 


caaagcccat 


420 


gtcggcaact 


acactccctg 


tgtggccaat 


gtctataact 


tcccctctgc 


cttccttttc 


480 


ttcatcgaga 


ccgaggccac 


catcggctat 


ggctaccgct 


acatcaccga 


caagtgcccc 


540 


gagggcatca 


tccttttcct 


tttccagtcc 


atccttggct 


ccatcgtgga 


cgctttcctc 


600 


atcggctgca 


tgttcatcaa 


gatgtcccag 


cccaaaaagc 


gcgccgagac 


cctcatgttt 


660 


agcgagcatg 


cggttatttc 


catgagggac 


ggaaaactca 


ctctcatgtt 


ccgggtgggc 


720 


aacctgcgca 


acagccacat 


ggtctccgcg 


cagatccgct 


gcaagctgct 


caaatctcgg 


780 


cagacacctg 


agggtgagtt 


tctacccctt 


gaccaacttg 


aactggatgt 


aggttttagt 


840 


acaggggcag 


atcaactttt 


tcttgtgtcc 


cctctcacca 


tttgccacgt 


gatcgatgcc 


900 


aaaagcccct 


tttatgacct 


atcccagcga 


agcatgcaaa 


ctgaacagtt 


cgaggtggtc 


960 


gtcatcctgg 


aaggcatcgt 


ggaaaccaca 


gggatgactt 


gtcaagctcg 


aacatcatac 


1020 


accgaagatg 


aagttctttg 


gggtcatcgt 


tttttccctg 


taatttcttt 


agaagaagga 


1080 


ttctttaaag 


tcgattactc 


ccagttccat 


gcaacctttg 


aagtccccac 


ccctccgtac 


1140 


agtgtgaaag 


agcaggaaga 


aatgcttctc 


atgtcttccc 


ctttaatagc 


accagccata 


1200 


accaacagca 


aagaaagaca 


caattctgtg 


gagtgcttag 


atggactaga 


tgacattagc 


1260 


acaaaacttc 


catcgaagct 


gcagaaaatt 


acggggagag 


aagactttcc 


caaaaaactc 


1320 


ctgaggatga 


gttctacaac 


ttcagaaaaa 


gcctatagtt 


tgggtgattt 


gcccatgaaa 


1380 


ctccaacgaa 


taagttcggt 


tcctggcaac 


tctgaagaaa 


aactggtatc 


taaaaccacc 


1440 


aagatgttat 


cagatcccat 


gagccagtct 


gtggccgatt 


tgccaccgaa 


gcttcaaaag 


1500 


atggctggag 


gacctaccag 


gatggaaggg 


aatcttccag 


ccaaactaag 


aaaaatgaac 


1560 


tctgaccgct 


tcacatagca 


aaacacccca 


ttaggcatta 


tttcatgttt 


tgatttagtt 


1620 


ttagtccaat 


atttggctga 


taagataatc 


ctccccggga 


aatctgagag 


gtctatccca 


1680 


gtctggcaaa 


ttcatcagag 


gactcttcat 


tgaagtgttg 


ttactgtgtt 


gaacatgagt 


1740 


tacaaaggga 


ggacatcata 


agaaagctaa 


tagttggcat 


gtattatcac 


atcaagcatg 


1800 


caataatgtg 


caaattttgc 


atttagtttt 


ctggcatgat 


ttatatatgg 


catatttata 


1860 


ttgaatattc 


tggaaaaata 


tataaatata 


tatttgaagt 


ggagatattc 


tccccataat 


1920 


ttctaatata 


tgtattaagc 


caaacatgag 


tggatagctt 


tcagggcact 


aaaataatat 


1980 


acatgcatac 


atacatacat 


gcatatgcac 


agacacatac 


acacacatac 


tcatatatat 


2040 



aaaacatacc catacaaaca tatatatcta ataaaaattg tgatgttttg ttcaaaaaaa 
aaaaaaaaaa a 



2100 
2111 



<210> 10 

<211> 1679 

<212> DNA 

<213> Mus musculus 

<400> 10 



ctgcgcctcc 


gcttcgtgtt 


tgaatctggc 


tcgcccctcc 


gtattatgtc 


tgcactccga 


60 


aggaaatttg 


gggacgatta 


ccaggtagtg 


accacttcgt 


cgagcggttc 


gggcttacag 


120 


cctcaggggc 


caggacaggg 


cccgcagcag 


cagctggtgc 


ccaagaagaa 


acggcagcgg 


180 


ttcgtggaca 


agaacggccg 


gtgcaatgtg 


cagcatggta 


acctgggcag 


cgagaccagt 


240 


cgctaccttt 


cggacctctt 


cactaccctg 


gtggatctca 


agtggcgttg 


gaacctcttt 


300 


atcttcatcc 


tcacctacac 


cgtggcctgg 


ctcttcatgg 


cgtccatgtg 


gtgggtgatc 


360 


gcttataccc 


ggggcgacct 


gaacaaagcc 


catgtcggca 


actacactcc 


ctgtgtggcc 


420 


aatgtctata 


acttcccctc 


tgccttcctc 


ttcttcatcg 


agaccgaggc 


caccatcggc 


480 


tatggctacc 


gctacatcac 


agataagtgc 


cccgagggca 


tcatcctctt 


cctcttccag 


540 


tccatccttg 


gctccatcgt 


ggacgctttc 


ctcatcggct 


gcatgttcat 


caagatgtcc 


600 


cagcccaaaa 


agcgcgccga 


gaccctcatg 


tttagcgagc 


atgcggttat 


ctccatgagg 


660 


gacggaaaac 


tcactctcat 


gttccgggtg 


ggcaacctgc 


gcaacagcca 


catggtctcc 


720 


gcgcagatcc 


gctgcaagct 


gctcaaatct 


cggcagacac 


ctgagggtga 


gttccttccc 


780 


cttgaccaac 


ttgaactgga 


tgtaggtttt 


agtacagggg 


ccgatcaact 


ttttcttgtg 


840 


tcccctctca 


caatttgcca 


cgtgatcgat 


gccaaaagcc 


ccttctatga 


cctatcccag 


900 


cgaagcatgc 


aaactgaaca 


gttcgaggtt 


gtcgtcatcc 


tggaaggcat 


tgtggaaacc 


960 


acaggaatga 


cttgtcaagc 


tcgaacatca 


tacacagagg 


acgaagtgct 


ttggggtcat 


1020 


cgttttttcc 


ctgtaatttc 


tttagaagaa 


ggattcttta 


aagtcgatta 


ctcccagttc 


1080 


catgcaacct 


ttgaagttcc 


aacccctcct 


tacagcgtga 


aagagcagga 


ggaaatgctt 


1140 


ctcatgtcct 


cccctttaat 


agcaccagcc 


ataaccaaca 


gcaaagaaag 


acacaattct 


1200 


gtggagtgtt 


tagatggact 


agatgacatt 


agcacaaaac 


ttccatcgaa 


gctgcagaaa 


1260 


attacgggga 


gagaagactt 


tcccaaaaaa 


cttctgagaa 


tgagttctac 


aacctcagaa 


1320 


aaagcctata 


gtttgggtga 


tttgcccatg 


aaactccaac 


gaataagttc 


agttcctggc 


1380 


aactcggaag 


aaaaactggt 


ttctaaaacc 


accaagatgt 


tatctgatcc 


catgagccag 


1440 


tctgtggccg 


atttgccacc 


aaagcttcaa 


aagatggctg 


gaggacctac 


caggatggaa 


1500 


ggaaatcttc 


cagccaaact 


aagaaaaatg 


aactctgacc 


gtttcacata 


gcaaaacacc 


1560 


cctttaggca 


ttatttaatg 


ttttgattta 


gtattagtcc 


aatatttggc 


tgataagata 


1620 



atcctcccta tgaaatctga gaggtctatc ctagcctggc aaatagatca gagaactct 



1679 



<210> 11 

<211> 2074 

<212> DNA 

<213> Homo sapiens 

<400> 11 



atggagtctc 


ctaacagcct 


ctcggtgctg 


atgtgaaatt 


tgaccatctg 


attccagttt 


60 


ttttcttttc 


cttttctttt 


ttgcatttcc 


ttccctcgcc 


atccgtcgtg 


tagtgaattg 


120 


ttcagtcttg 


ctccgtttca 


agagaggaga 


tcatgattga 


gtgaagccac 


cccgtccgca 


180 


gccaggaaaa 


gcacaaagaa 


gaaactgcaa 


caatggccaa 


gctgacagaa 


tccatgacta 


240 


acgtcctgga 


gggcgactcc 


atggatcagg 


acgtcgaaag 


cccagtggcc 


attcaccagc 


300 


caaagttgcc 


taagcaggcc 


agggatgacc 


tgccaagaca 


catcagccga 


gatcggacca 


360 


aaaggaaaat 


ccagaggtac 


gtgaggaaag 


acggaaagtg 


caatgttcat 


cacggcaacg 


420 


tgagggagac 


ctatcgctac 


ctgaccgata 


tcttcaccac 


attagtggac 


ctgaagtgga 


480 


gattcaacct 


attgattttt 


gtcatggttt 


acacagtgac 


ctggctcttt 


tttggaatga 


540 


tctggtggtt 


gatcgcatac 


atacggggag 


acatggacca 


catagaggac 


ccctcctgga 


600 


ctccttgtgt 


taccaacctc 


aacgggttcg 


tctctgcttt 


tttattctca 


atagagacag 


660 


aaaccaccat 


tggttatggc 


taccgggtca 


tcacagataa 


atgcccggag 


ggaattattc 


720 


ttctcttaat 


ccaatctgtg 


ttggggtcca 


ttgtcaatgc 


attcatggtg 


ggatgcatgt 


780 


ttgtaaaaat 


ctctcaaccc 


aagaagaggg 


cagagaccct 


ggtcttttcc 


acccatgcag 


840 


tgatctccat 


gcgggatggg 


aaactgtgcc 


tgatgttccg 


ggtaggggac 


cttaggaatt 


900 


cccacattgt 


ggaggcttcc 


atcagagcca 


agttgatcaa 


atccaaacag 


acctcggagg 


960 


gggagttcat 


cccgttgaac 


cagacggata 


tcaacgtagg 


gtattacacg 


ggggatgacc 


1020 


gtctgtttct 


ggtgtcaccg 


ctgatcatta 


gccatgaaat 


taaccaacag 


agtcctttct 


1080 


gggagatctc 


caaagcccag 


ctgcccaaag 


aggaactgga 


aattgtggtc 


atcctagaag 


1140 


gaatggtgga 


agccacaggg 


atgacatgcc 


aagctcgaag 


ctcctacatc 


accagtgaga 


1200 


tcctgtgggg 


ttaccggttc 


acacctgtcc 


tgaccctgga 


ggatgggttc 


tacgaagttg 


1260 


actacaacag 


cttccatgag 


acctatgaga 


ccagcacccc 


atcccttagt 


gccaaagagc 


1320 


tggccgagtt 


agccagcagg 


gcagagctgc 


ccctgagttg 


gtctgtatcc 


agcaaactca 


1380 


accaacatgc 


agaactggag 


actgaagagg 


aagaaaagaa 


cctcgaagag 


caaacagaaa 


1440 


gaaatggtga 


tgtggcaaac 


ctggagaatg 


aatccaaagt 


ttagtgccct 


agctgggcaa 


1500 


acccttctct 


tctcccccca 


acacaatctt 


tccttgtctc 


tcattctctt 


tctttttctg 


1560 


tctctcttgc 


tttgttcttt 


atttgtttat 


atttaatttt 


tacatgacca 


gaaaacaaat 


1620 


cttcaaggtg 


taaaatatct 


acctgccctc 


tctcagttat 


tcagattgac 


aaggtagaca 


1680 



r 



tggatttgat 


gaaagtgcaa 


agtgccctca 


tttgtggccc 


aagcctggtc 


tcctcccaaa 


1740 


atactacaca 


tccaactcct 


ggagatttca 


gttacttacc 


tgcatgtgtt 


gtacaatacc 


1800 


agatcactca 


aaaaggtgtg 


tcaaagattt 


tacctgggat 


atgacaagca 


aggtttctgg 


1860 


tgcctattta 


ttcattcagt 


gagacacaga 


gtggagccct 


cagttttatg 


gatcccaatt 


1920 


catttcatct 


actacagggt 


gaggtgcttg 


cccccatgtg 


ggtgtggcag 


ttacagggcc 


1980 


caggtgagct 


gaagacaaac 


cactgtacat 


atatatgcct 


tatgtaatta 


ttttcttttt 


2040 


gtaattagta 


ataaaaccca 


gcatgtacaa 


aagt 
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<210> 12 

<211> 2267 

<212> DNA 

<213> Mus musculus 












<400> 12 
ctgagctgcc 


gttacattca 


ggagaaacag 


cagtgtcggc 


ggctcccaat 


ctcagaggga 


60 


acctagggta 


ctgggggaga 


tggtgtcagg 


gacatggacg 


ccaaccccca 


agggtttctg 


120 


ctgctggcta 


ctcttctctc 


caggctctac 


ttctgttcat 


acggtccata 


tctcctaggg 


180 


gaccctgaaa 


gcctaggaac 


cgactctggc 


catccatctc 


tccgggaaga 


ttataaccca 


240 


gagtgcttct 


caggggggaa 


gaatttgaag 


caaaaccaga 


ccccgcagga 


tccccgctgc 


300 


ggccgccatg 


gcgcaggaga 


acgccgcttt 


ctctcccggg 


tcggaggagc 


cgccacgccg 


360 


ccgcggtcgc 


cagcgctacg 


tggagaagga 


cggtcgctgt 


aacgtgcagc 


agggcaacgt 


420 


ccgcgagacc 


taccgctacc 


tgaccgacct 


gttcaccacg 


ctggtggacc 


tgcagtggcg 


480 


cctcagactg 


ctcttcttcg 


tgctcgccta 


cgcgctcact 


tggctcttct 


tcggtgtcat 


540 


ctggtggctc 


atcgcctacg 


gtcgcggcga 


cctggagcac 


ctggaggaca 


ccgcgtggac 


600 


cccgtgcgtc 


aacaacctca 


acggcttcgt 


ggccgccttc 


ctcttctcca 


tcgagacgga 


660 


gaccaccatc 


ggctatgggc 


accgcgtcat 


caccgaccag 


tgtcccgagg 


gcatcgtgct 


720 


gctgctgctg 


caggctatcc 


tgggctccat 


ggtgaacgct 


ttcatggtgg 


gctgcatgtt 


780 


cgtcaagatc 


tcgcagccca 


acaagcgcgc 


cgccactctc 


gtcttctcct 


cgcacgccgt 


840 


ggtgtctctg 


cgcgacgggc 


gcctctgtct 


catgtttcgc 


gtgggcgacc 


tgcgatcctc 


900 


acacatcgtc 


gaggcctcca 


tccgagccaa 


gctcatccgc 


tcccgtcaga 


cgctcgaggg 


960 


cgagttcatc 


cctttgcacc 


agaccgacct 


cagcgtgggc 


tttgacacgg 


gggacgaccg 


1020 


cctctttctc 


gtctcacctc 


tcgtcatcag 


ccacgaaatc 


gatgccgcca 


gccccttctg 


1080 


ggaggcatcg 


cgccgcgccc 


tcgagaggga 


cgacttcgag 


atcgtagtca 


ttctcgaggg 


1140 


catggtggag 


gccacgggaa 


tgacgtgcca 


agctcgaagc 


tcgtacctgg 


tggatgaagt 


1200 


gttgtgggga 


caccggttca 


catccgtgct 


caccctggag 


gatggtttct 


atgaggtgga 


1260 


ctacgccagc 


ttccacgaaa 


cctttgaggt 


gcccacaccc 


tcgtgcagtg 


ctcgggaact 


1320 



I I. 



ggcagaagcc 


gcggcccgcc 


ttgatgccca 


tctctactgg 


tccatcccca gcaggctgga 


1380 


tgagaaggtg 


gaggaagaag 


gggctgggga 


ggggggcagg 


tgcgggagat 


ggagctgaca 


1440 


aggagcacaa 


tggctgccac 


ccccagagag 


tgagtccaag 


gtgtgactgg 


tttcctccca 


1500 


ccccctgtgg 


cagaccaggg 


ggccggactc 


aggtacacag 


aagctgcgag 


tggaggtgga 


1560 


agaagaggag 


gcaggcagtg 


tcccgaggaa 


cagctaaagt 


tgggagaggc 


ccgctgagtc 


1620 


caggatcgag 


tagggaaggc 


tgaggtcctg 


gtttgaagag 


agagggttgc 


agggcggggt 


1680 


gagagaacat 


gtcagtctgt 


ctgtgtttga 


ccttcacatc 


ggttcatggg 


tggatggatg 


1740 


gacagaagga 


tgggctcatg 


ggggttgatc 


gggaaggtgg 


agcagataga 


gacagccaat 


1800 


ggataatcgc 


tcaggtggta 


agtggcttgg 


cagtcgatga 


tcgtcacctg 


cagcacacct 


1860 


ttgtgagaaa 


tccatgggca 


tccttttctt 


ccagatatag 


gtagcctcaa accagggagc 


1920 


gtggcttagg 


gagcaggctg 


tcaggtggac 


taccaccccc 


aCLLaCCT.CC 
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1980 


cctccctgat 


gtgtgacacg 


cctgcctaac 


tagagaagag 


agcactgggt 


agaggtggac 


2040 


acaggtgtgg 


ctgccctccc 


cagtatcact 


gtcccatggc 


gagaggtcag 


aaaggcaaac 


2100 


aaacaatggg 


ggtagatgct 


gagcagggag 


gggccctgaa 


gcaggacctg 


gggacagcca 


2160 


aggacaacta 


ttttgtgaga 


gaggaatgaa 


accttgcagg 


tcctgccaca 


gaagcaagaa 


2220 


gcagaggaaa 


ggccatggag 


agacttaata 


aagggtttta 


caaggga 




2267 


<210> 13 
<211> 1260 
<212> DNA 

<213> Rattus norvegicus 










<400> 13 
atggccggtg 


attctaggaa 


tgctatgaat 


caagacatgg 


agataggagt 


cacctcccag 


60 


gaccacaaga 


agatccccaa 


acaggctcgg 


gattacatcc 


ccattgccac 


agaccgcact 


120 


cgcctgctgc 


cggaaggcaa 


gaagccacgc 


cagcgctaca 


tggagaagac 


cggcaagtgt 


180 


aacgtgcacc 


atggcaatgt 


tcaggaaacc 


taccgctacc 


taagtgacct 


cttcaccacc 


240 


ctggtggacc 


tcaaatggcg 


cttcaacctt 


ctggtcttca 


ccatggtcta 


caccattact 


300 


tggctattct 


ttggcttcat 


ctggtggctc 


attgcttatg 


tccgaggtga tctggaccac 


360 


gtgggtgacc 


aagagtggat 


cccttgtgtt 


gaaaacctta 


gtggctttgt 


gtctgctttc 


420 


ctgttctcca 


ttgagacaga 


aacaaccatt 


gggtatggct 


tcagagtcat 


tacagagaag 


480 


tgtccagagg 


ggatcattct 


ccttctagtg 


caggccatcc 


tgggctctat 


tgttaatgcc 


540 


ttcatggtgg 


gttgcatgtt 


tataaagatc 


agccagccaa 


agaagagagc 


agagaccctc 


600 


atgttctcca 


acaatgctgt 


catctccatg 


cgggatgaga 


agctgtgcct 


catgttccgg 


660 


gtaggggacc 


tccgaaactc 


ccatatcgtg 


gaggcctcca 


tccgcgccaa gcttatcaag 


720 


tcccggcaga 


ccaaagaagg 


ggaattcatc 


cccttgaacc 


agaccgacat 


taacgtgggc 


780 



tttgacactg 


gtgacgaccg 


cctcttcctg 


gtgtcccccc 


tcatcatctc 


ccatgagatc 


840 


aatgagaaga 


gccctttctg 


ggagatgtct 


cgtgctcaac 


tggagcagga 


agagttcgag 


900 


gtcgtggtca 


tactagaagg 


gatggtagaa 


gccacaggca 


tgacttgcca 


agcacggagc 


960 


tcttacatgg 


atacagaggt 


gctctggggt 


caccgattca 


caccagtcct 


caccttggaa 


1020 


aagggcttct 


atgaggtgga 


ctacaacact 


ttccacgaca 


cctatgagac 


caacacaccc 


1080 


agctgctgtg 


ccaaggagct 


ggcagaaatg 


aagaggaatg 


gtgagctcct 


ccagtccttg 


1140 


cccagtcctc 


ctttgcttgg 


gggctgcgct 


gaggctgaga 


aagaagcaga 


ggctgagcac 


1200 


gatgaggagg 


aggaacccaa 


tggactgagt 


gtgtcccggg 


caacaagggg 


ctcaatgtga 


1260 


<210> 14 
<211> 3156 
<212> DNA 

<213> Rattus norvegicus 
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gtttacacgc 


ctctgctagc 


tggacctgcg 


acaccagagt 


ggctcagggc 


ggctgtcggt 


60 


acgtaggcaa 


tgcctgaggc 


tatggaatcc 


cctggagagc 


cctgagagcc 


acacgcaccg 


120 


ccttgaaggg 


atcgccagaa 


gttagcccca 


agggttcaga 


gaagctctct 


gctctacgac 


180 


tatggccggt 


gattctagga 


atgctatgaa 


tcaagacatg 


gagataggag 


tcacctccca 


240 


ggaccacaag 


aagatcccca 


aacaggctcg 


ggattacatc 


cccattgcca 


cagaccgcac 


300 


tcgcctgctg 


ccggaaggca 


agaagccacg 


ccagcgctac 


atggagaaga 


ccggcaagtg 


360 


taacgtgcac 


catggcaatg 


ttcaggaaac 


ctaccgctac 


ctaagtgacc 


tcttcaccac 


420 


cctggtggac 


ctcaaatggc 


gcttcaacct 


tctggtcttc 


accatggtct 


acaccattac 


480 


ttggctattc 


tttggcttca 


tctggtggct 


cattgcttat 


gtccgaggtg 


atctggacca 


540 


cgtgggtgac 


caagagtgga 


tcccttgtgt 


tgaaaacctt 


agtggctttg 


tgtctgcttt 


600 


cctgttctcc 


attgagacag 


aaacaaccat 


tgggtatggc 


ttcagagtca 


ttacagagaa 


660 


gtgtccagag 


gggatcattc 


tccttctagt 


gcaggccatc 


ctgggctcta 


ttgttaatgc 


720 


cttcatggtg 


ggttgcatgt 


ttgtaaagat 


cagccagcca 


aagaagagag 


cagagaccct 


780 


catgttctcc 


aacaatgctg 


tcatctccat 


gcgggatgag 


aagctgtgcc 


tcatgttccg 


840 


ggttggggac 


ctccgaaact 


cccatatcgt 


ggaggcctcc 


atccgcgcca 


agcttatcaa 


900 


gtcccggcag 


accaaagaag 


gggaattcat 


ccccttgaac 


cagaccgaca 


ttaacgtggg 


960 


ctttgacact 


ggtgacgacc 


gcctcttcct 


aatatccccc 


ctcatcatct 


cccataaaat 


1020 


caatgagaag 


agccctttct 


gggagatgtc 


tcgtgctcaa 


ctggagcagg 


aagagtttga 


1080 


ggttgtggtc 


atactagaag 


ggatggtaga 


agccacaggc 


atgacttgcc 


aagcacggag 


1140 


ctcttacatg 


gatacagagg 


tgctctgggg 


tcaccgattc 


acaccagtcc 


tcaccttgga 


1200 


aaagggcttc 


tatgaggtgg 


actacaacac 


tttccacgac 


acctatgaga 


ccaacacacc 


1260 



cagctgctgt 


gccaaggagc 


tggcagaaat 


gaagaggaat 


ggtcagctcc 


tccagtcctt 


1320 


gcccagtcct 


cctttgcttg 


ggggctgcgc 


tgaggctgag 


aaagaagcag 


aggctgagca 


1380 


cgatgaggag 


gaggaaccca 


atggactgag 


tgtgtcccgg 


gcaacaaggg 


gctcaatgtg 


1440 


aagcctgtgt 


gctacccaga 


gcctcttcct 


gtcagacacc 


aaggagcctg 


agaggccaga 


1500 


gaggcaatta 


gttgagcaag 


ctttgtggag 


tcccaggagt 


atgggacttc 


tacaaagagg 


1560 


aacagtgtgg 


tgaggcctcg 


catctcctcc 


tcagggcctc 


ggagcaagtg 


gcgttgacta 


1620 


ggcctcccaa 


gaagtgtttt 


ctcggcctct 


gtgaaggaga 


gcattagggg 


tcaccagggt 


1680 


gggcttccca 


aggaggagtt 


cttaggtgtc 


atccatcctc 


tctctgactg 


ctgaagcctg 


1740 


ctcactggcc 


tccctgattc 


tctgtttcct 


cagcacaatc 


actgaggcct 


gtgaatggag 


1800 


ggactaattc 


catccatgga 


tactcaggcc 


tccaactggg 


gatgagttca 


cagaggcctt 


1860 


ccaggggcaa 


tgccctgcag 


tctgaggcca 


aaacccactg 


atttaatagc 


ttcttagcaa 


1920 


ggccccttaa 


cctctgatac 


tacctactgt 


gtgttttcct 


cttctgtgtc 


ctcttccatg 


1980 


acactacggc 


ttacagggta 


attgatttaa 


ttagagtggc 


cctaggacac 


tgagtaccta 


2040 


ggagcacaca 


caatgtcgtc 


ctcacaactg 


cctggcactc 


ctactcacac 


ttcaaaggac 


2100 


agacacagca 


gttgtggctt 


ttgtaggagt 


gtgtggcaaa 


agaacttcaa 


agaaccgacc 


2160 


tctaaagcgg 


tcccggggaa 


catgtgaatt 


tcagagagcc 


agattagctc 


attggtacta 


2220 


acatagggat 


ggcagacagg 


aaagagacac 


aaggataatt 


ttaaaataag 


tatctggagc 


2280 


ctggtgttgt 


gatgcatgcc 


tgtaatccta 


gcatttggca 


ggctgaggca 


gaattgagaa 


2340 


tttgaagcca 


gccgggctat 


atagccctgt 


ctgaaaaaag 


caagagacaa 


actacaacca 


2400 


aggaaacatc 


tgccacagtt 


gttgcatggg 


gctcctcgga 


gaaaagtagg 


ctatgaaaca 


2460 


caagtgacaa 


gaggccataa 


aggcatcttc 


actgccaagc 


caagtgtgga 


ccagagtctt 


2520 


ggctgccgct 


gagatgcctc 


tgggcctcct 


ccctatggaa 


cagctccaac 


aggtggtggg 


2580 


acctagaggg 


aggtccctga 


gaacaggatg 


agaggttggt 


gggtgactag 


ggaaagaaga 


2640 


gtctaagtgt 


ggagcagagc 


cttggggtcc 


acagcctcag 


agacctttct 


cttccagtct 


2700 


aggagatctg 


atggtcggtc 


agtgaagcat 


tatgttgaaa 


acaaagttgg 


cctggtcttg 


2760 


ggaatatgct 


agcatgatcc 


ccaacacctc 


tacccgggtg 


ttcatggctc 


tcaaccagcc 


2820 


tctgagaata 


gaagcacctt 


cctgccaggc 


cctagagaac 


tttctctggc 


atctccaagg 


2880 


aaataaaacQ 


ctaaqqctaq 


ggaacagcat 


cctaacctca 


qgccttgttc 


cccttacagg 


2940 


gtgcccaggt 


ctctaggctg 


gtgagaaggt 


gtcctaggat 


ggctagctac 


attgtggacc 


3000 


agacacagat 


agaacagggg 


aaccttgact 


tgttatctgg 


gctgaatctt 


gaaagacagt 


3060 


ctaaagccag 


tggttctcaa 


ccttcctaat 


gctgtgacct 


tttaatatag 


ttcctcatgt 


3120 


tgtgatgacc 


ccaatcataa 


aattattttt 


gttcct 
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<210> 15 

<211> 1260 

<212> DNA 

<213> Homo sapiens 



<400> 15 
atggctggtg 


attctaggaa 


tgccatgaac 


caggacatgg 


agattggagt 


cactccctgg 


60 


gaccccaaga 


agattccaaa 


acaggcccgc 


gattatgtcc 


ccattgccac 


agaccgtacg 


120 


cgcctgctgg 


ccgagggcaa 


gaagccacgc 


cagcgctaca 


tggagaagag 


cggcaagtgc 


180 


aacgtgcacc 


acggcaacgt 


ccaggagacc 


taccggtacc 


tgagtgacct 


cttcaccacc 


240 


ctggtggacc 


tcaagtggcg 


cttcaacttg 


ctcgtcttca 


ccatggttta 


cactgtcacc 


300 


tggctgttct 


tcggcttcat 


ttggtggctc 


attgcttata 


tccggggtga 


cctggaccat 


360 


gttggcgacc 


aagagtggat 


tccttgtgtt 


gaaaacctca 


gtggcttcgt 


gtccgctttc 


420 


ctgttctcca 


ttgagaccga 


aacaaccatt 


gggtatggct 


tccgagtcat 


cacagagaag 


480 


tgtccagagg 


ggattatact 


cctcttggtc 


caggccatcc 


tgggctccat 


cgtcaatgcc 


540 


ttcatggtgg 


ggtgcatgtt 


tgtcaagatc 


agccagccca 


agaagagagc 


ggagaccctc 


600 


atgttttcca 


acaacgcagt 


catctccatg 


cgggacgaga 


agctgtgcct 


catgttccgg 


660 


gtgggcgacc 


tccgcaactc 


ccacatcgtg 


gaggcctcca 


tccgggccaa 


gctcatcaag 


720 


tcccggcaga 


ccaaagaggg 


ggagttcatc 


cccctgaacc 


agacagacat 


caacgtgggc 


780 


tttgacacgg 


gcgacgaccg 


cctcttcctg 


gtgtctcctc 


tgatcatctc 


ccacgagatc 


840 


aarroro ana 
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gttgtggtca 


ttctagaagg 


gatggtggaa 


gccacaggca 


tgacctgcca 


agcccggagc 


960 


tcctacatgg 


atacagaggt 


gctctggggc 


caccgattca 


caccagtcct 


caccttggaa 


1020 


aagggcttct 


atgaggtgga 


ctacaacacc 


ttccatgata 


cctatgagac 


caacacaccc 


1080 


agctgctgtg 


ccaaggagct 


ggcagaaatg 


aagagggaag 


gccggctcct 


ccagtacctc 


1140 


cccagccccc 


cactgctggg 


gcggtgtgct 


gaggcagggc 


tggatgcaga 


ggctgagcag 


1200 


aatgaagaag 


atgagcccaa 


ggggctgggt 


gggtccaggg 


aggccagggg 


ctcggtgtga 


1260 


<210> 16 

<211> 1349 

<212> DNA 

<213> Homo sapiens 












<400> 16 

ggggtggggg 


tggcttccat 


cttgtgttct 


agtgaatcag 


aacagcccac 


ttcactgatg 


60 


gtgtcttttt 


aactcaaagc 


atcccagcta 


tggctggcga 


ttctaggaat 


gccatgaacc 


120 


aggacatgga 


gattggagtc 


actccctggg 


accccaagaa 


gattccaaaa 


caggcccgcg 


180 


attatgtccc 


cattgccaca 


gaccgtacgc 


gcctgctggc 


cgagggcaag 


aagccacgcc 


240 


agcgctacat 


ggagaagagc 


ggcaagtgca 


acgtgcacca 


cggcaacgtc 


caggagacct 


300 



accggtacct 


gagtgacctc 


ttcaccaccc 


tggtggacct 


caagtggcgc 


ttcaacttgc 


360 


tcgtcttcac 


catggtttac 


actgtcacct 


ggctgttctt 


cggcttcatt 


tggtggctca 


420 


ttgcttatat 


ccggggtgac 


ctggaccatg 


ttggcgacca 


agagtggatt 


ccttgtgttg 


480 


aaaacctcag 


tggcttcgtg 


tccgctttcc 


tgttctccat 


tgagaccgaa 


acaaccattg 


540 


ggtatggctt 


ccgagtcatc 


acagagaagt 


gtccagaggg 


gattatactc 


ctcttggtcc 


600 


aggccatcct 


gggctccatc 


gtcaatgcct 


tcatggtggg 


gtgcatgttt 


gtcaagatca 


660 


gccagcccaa 


gaagagagcg 


gagaccctca 


tgttttccaa 


caacgcagtc 


atctccatgc 


720 


gggacgagaa 


gctgtgcctc 


atgttccggg 


tgggcgacct 


ccgcaactcc 


cacatcgtgg 


780 


aggcctccat 


ccgggccaag 


ctcatcaagt 


cccggcagac 


caaagagggg 


gagttcatcc 


840 


ccctgaacca 


gacagacatc 


aacgtgggtt 


ttgacacggg 


cgacgaccgc 


ctcttcctgg 


900 


tgtctcctct 


gatcatctcc 


cacgagatca 


acgagaagag 


ccctttctgg 


gagatgtctc 


960 


aggctcagct 


gcatcaggaa 


gagtttgaag 


ttgtggtcat 


tctagaaggg 


atggtggaag 


1020 


ccacaggcat 


gacttgccaa 


gcacggagct 


cttacatgga 


tacagaggtg 


ctctggggcc 


1080 


accgattcac 


accagtcctc 


accttggaaa 


agggcttcta 


tgaggtggac 


tacaacacct 


1140 


tccatgatac 


ctatgagacc 


aacacaccca 


gctgctgtgc 


caaggagctg 


gcagaaatga 


1200 


agagggaagg 


ccggctcctc 


cagtacctcc 


ccagcccccc 


actgctgggg 


ggctgtgctg 


1260 


aggcagggct 


ggatgcagag 


gctgagcaga 


atgaagaaga 


tgagcccaag 


ggactgggtg 


1320 


ggtccaggga 


ggccaggggc 


tcggtgtga 
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